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Erratum
In our paper entitled ªThe Eye-Specification Proteins So and Eya Form a Complex and
Regulate Multiple Steps in Drosophila Eye Developmentº (1997, Cell 91, 881±891), Figure 6C,
lane 3 is missing due to an error in processing the figure for publication. The corrected Figure
6 is shown below.
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Figure 6. So and Eya Bind to Each Other
in Yeast and In Vitro
(A) Schematic diagram of the domain
structures of So and Eya. Abbreviations:
N, N-terminal; Six, domain conserved be-
tween mammalian So homologs (Six
genes) and So; HD, homeodomain; C,
C-terminal; EyaD, domain conserved be-
tween mammalian homologs and Eya.
(B) Interactions between the indicated re-
gionsof So fused to the transcription acti-
vation domain of Gal4 and EyaD fused
to the LexA DNA-binding domain (LexA-
EyaD) or LexA DNA-binding domain alone
(LexA) were assessed using a yeast two-
hybrid assay. Interactionsbetween fusion
proteins in yeast result in the expression
of b-galactosidase (b-galactosidase ac-
tivity is expressed as Miller Units, see Ex-
perimental Procedures). The Gal4 activa-
tion domain, alone (Gal4AD) or fused to
the SH2-SH3 adapter protein Dock (con-
trol), is shown as controls.
(C) So and Eya interact in vitro. Aliquots
(20 ml) of in vitro±translated [35S]methio-
nine-labeled So (lanes 4 and 9), Eya (lanes
5 and 7), or a control protein (c, Cyclin
A; lanes 6, 8, and 10) were incubated
with glutatione-agarose beads containing
bound GST (lanes 4±6), GST-Six1HD
(lanes 7 and 8), or GST-EyaD (lanes 9 and
10). Bound proteins were fractionated by
SDS-PAGE and visualized by autoradiography. An aliquot (2 ml) of in vitro translation products is shown in lanes
1±3. In this experiment, GST-Six1HD bound 55% of the input 35S-Eya protein, whereas GST-EyaD bound 7% of
the input 35S-So protein.
